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Fitness (Unnormalized)
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Fitness (Unnormalized)
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Fitness (Unnormalized)
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Fitness (Unnormalized)
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Fitness (Unnormalized)
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Fitness (Unnormalized)
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Fitness (Unnormalized)
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Fitness (Unnormalized)
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Fitness (Unnormalized)
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Fitness (Unnormalized)
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Fitness (Unnormalized)
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Fitness (Unnormalized)
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Fitness (Unnormalized)

SB2B 2H25 #73 (gMed=462 rho12=0.443)
D-Mannitol
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Fitness (Unnormalized)

SB2B 2H26 #74 (gMed=460 rho12=0.563)
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Fitness (Unnormalized)
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Fitness (Unnormalized)

SB2B 2H28 #76 (gMed=194 rho12=0.485)
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Fitness (Unnormalized)
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Fitness (Unnormalized)

SB2B 2H31 #79 (gMed=480 rho12=0.328)
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Fitness (Unnormalized)

SB2B 2H32 #80 (gMed=441 rho12=0.288)
CAS aminos
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Fitness (Unnormalized)

SB2B 2H33 #81 (gMed=303 rh012=0.542)
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Fitness (Unnormalized)

SB2B 2H34 #82 (gMed=417 rh012=0.494)
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Fitness (Unnormalized)

SB2B 2H35 #83 (gMed=378 rh012=0.426)
Adenosine
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Fitness (Unnormalized)
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Fitness (Unnormalized)
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Fitness (Unnormalized)
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Fitness (Unnormalized)
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Fitness (Unnormalized)
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Fitness (Unnormalized)
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Fitness (Unnormalized)
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Fitness (Unnormalized)

SB2B 2H43 #91 (gMed=77 rh012=0.283)
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Fitness (Unnormalized)
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Fitness (Unnormalized)

SB2B 2H45 #93 (gMed=428 rh012=0.568)
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Fitness (Unnormalized)

SB2B 2H46 #94 (gMed=401 rho12=0.295)
CAS aminos

— 00O O 0 0 000 O o o o o o ©oo0o0 aQm O O O @ a0 O 000 o

0e+00 le+06 2e+06 3e+06 4e+06

Position on Main Scaffold



=0.538)

337 rhol2

SB2B 2H47 #95 (gMed

Putrescine

o
o
@D O@® GDO0Id O GDO ADOAD 0 O

oo
o

o

oo
O O OO®m @ CooomO00 O

o
oco@mmoad® o o

8w o3
@ @ 00

08(!)

N
|

(pazirewouun) ssaul4

le+06 2e+06 3e+06 4e+06

0e+00

Position on Main Scaffold



=0.510)

438 rhol2

SB2B 2H48 #96 (gMed

NAG

o

o

o

®®

@® 000
I

o
o&nom @ oG G 0D @ G0 @DO:
I

o
[}
@O0 O O O eEmDOOGd O 00D 00 O O 00O G

o

o

o
000 g

(pazirewouun) ssaul4

le+06 2e+06 3e+06 4e+06

0e+00

Position on Main Scaffold



Fitness (Unnormalized)
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Fitness (Unnormalized)
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Fitness (Unnormalized)
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Fitness (Unnormalized)
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Fitness (Unnormalized)
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Fitness (Unnormalized)
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Fitness (Unnormalized)
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Fitness (Unnormalized)
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Fitness (Unnormalized)
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Fitness (Unnormalized)
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Fitness (Unnormalized)
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Fitness (Unnormalized)
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Fitness (Unnormalized)
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Fitness (Unnormalized)
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Fitness (Unnormalized)
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